Norway sent us MoBa phenotype files in July 2019. The new phenotype files contained data for participants in both MoBa1 and MoBa2 (we must separate MoBa1 and MoBa2 participants ourselves). There were different datasets for each questionnaire.

The details below are for MoBa1 and can be applied for MoBa2 by replacing “1” with “2”

	Data Output
	Script
	Notes

	phenotypes_d1_08282019.Rdata
	Documentation_PhenotypeData/  Create_Variable/ Create_Variables_2019AUG14.R
	Combined new data + some old created variables (smoking, asthma, eczema, alcohol, etc.)

	phenotypes_d1_09102019.Rdata
	Documentation_PhenotypeData/  Create_Variable/ Create_Variables_2019AUG14.R
	Combined new data + some old created variables + additional old created variables

	phenotypes_d1_09162019.Rdata
	Documentation_PhenotypeData/  Create_Variable/ Create_Variables_2019AUG14.R
	Combined new data + smoking created variables to compare + new created variables (maternal BMI, cotcat, mat edu)

	phenotypes_d1_09302019.Rdata1



	Documentation_PhenotypeData/  MoBa1_SmokingPhenotypes/ MoBa1_SmokingPhenotypes.R
	Combined new data + new created variables (maternal BMI, cotcat, mat) + finalized new smoking variables + birthweight categorized (NO OLD DATA)

	phenotypes_d1_10252019.Rdata 
	Documentation_PhenotypeData/  MoBa1_SmokingPhenotypes/ MoBa1_SmokingPhenotypes.R
	Combined new data + new created variables (maternal BMI, cotcat, mat) + simplified maternal smoking code (8 differences) + birthweight categorized (NO OLD DATA)

	phenotypes_d1_10282019.Rdata 
	Documentation_PhenotypeData/  Merge_CellType_Proportions_
Phenotypes.R
	Above + cell type proportions using Combined Reference panel

	F:\norway\methylation\jinj2\ MoBa\newPhenotypes\ phenotypes_d1.RDat
	F:\norway\methylation\jinj2\ MoBa\newPhenotypes\ selections_d1.r
	Previous + Jianping added in the selection factor variables

	phenotypes_d1_02132020.Rdata 
	Documentation_PhenotypeData/  /Additional_Variables_for_Smoking Analyses.R
	Previous + fill in maternal education variable from old data + maternal age + parity (0/1+)

	phenotypes_d1_03232020.Rdata
	Documentation_PhenotypeData/  Additional_Variables_2020MARCH23.R
	Previous + deliveryMode + new variables from MoBa – B12, HELLP, preeclampsia, diabetes, father’s age at delivery

PC outliers removed

In MoBa1, replace minimum age of 15 to 16 to match Christian’s as of March 19, 2021

	phenotypes_d1_10062021.Rdata
	Documentation_PhenotypeData/  Add_Created_Variables_From_PACE_EWAS_
2021OCT06.R
	Previous + variables created for colleague-led PACE projects: ISCED maternal education, parental asthma, stressful life events, z-scores for B12, folate, homocysteine, birth order, maternal shift work

MoBa2 - Set mismatch gestational age/birth weight combination to missing



1 Because there were no additional changes to the code, phenotypes_d2_09302019.Rdata was renamed to phenotypes_d2_10252019.Rdata to be consistent with d1 and minimize confusion.
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Version 5 (Before July 2019)

Version 12 (Received July 2019)
11 participants dropped out of study

Remove 6 genomic PC outliers
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